Supplementary Information
To prevent degradation of RNA, total RNA isolation was performed immediately after obtaining cells from FAC sorting and stored at -80 0 C. Approximately 1µl of total RNA was used for determining the RNA concentration using the NanoSpec 3000 spectrophotometer.
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Approximately 1 µg of total RNA from each sample at a concentration of 100 ng/ul in a volume of 10 µl was sent for microarray analysis. Further analysis of the RNA quality control and usability was implemented at the MoGene LLC facility using the Agilent 2100 bioanalyzer prior to using the samples for microarray analysis. C illustrates fluorescent analysis of RNA migration. The electropherograms (fluorescent units vs nucleotides) represent the RNA integrity value (RIN) for the experimental and control samples used for microarray analysis.
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Supplementary Figure 2 . The androgen receptor is still translocated to the nucleus in response to androgens in both Myr-CβDG-GFP and Myr-CβDG∆NLS-GFP expressing cells.
LNCaP cells stably expressing Myr-CβDG-GFP and Myr-CβDG∆NLS-GFP were serum starved for 48 hours prior to the addition of 100nM DHT (+DHT) in ethanol and processed for immunofluorescence microscopy. Control cells were treated with ethanol vehicle alone (-DHT). In Myr-CβDG-GFP expressing cells the GFP fluorescence (green in merge) can be seen at both the plasma membrane and in the nuclei of cells, whereas in the Myr-CβDG∆NLS-GFP expressing cells is at the plasma membrane or in a bright area outside the nucleus presumed to be the Golgi apparatus. In cells treated with DHT, the androgen receptor (red in merge) translocates robustly to the nucelus in both Myr-CβDG-GFP and
Myr-CβDG∆NLS-GFP expresing cells, whereas in untreated cells the androgen receptor is
